(F) The knockdown efficiency of siRNAs targeting lncRNAs as described in Fig. 2F was examined by RT-qPCR analysis (± s.e.m., **P < 0.01, ***P < 0.001). (E) HCT116 cells were subjected to cellular fractionation followed by RNA extraction and RTqPCR analysis to quantify the amount of mRNA as indicated in both nucleus and cytosol of the cells. ACTIN and MALAT1 served as markers for cytosolic and nuclear fraction, respectively.
(F, G) RKO (F) and DLD1 (G) cells were transfected with control siRNA (siCTL) or siRNA specifically targeting LUCRC (siLUCRC) for duration as indicated followed by cell proliferation assay (± s.e.m., *P < 0.05, **P < 0.01). (D) Kaplan-Meier survival analyses for OS (overall survival) (n = 361) of colorectal cancer patients using BIP as input. Table Legend   Table S1 . Sequence information for all qPCR primers used in this study. HCT116 cells transfected with control siRNA (siCTL) and siRNA specifically targeting LUCRC (siLUCRC) for three days were subjected to RNA-seq analysis, and two biological repeats were analyzed. Genes positively-and negatively-regulated by LUCRC were highlighted in red and blue, respectively (Fold change (FC) > 1.5, q<0.05).
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